The green iguana appears to be a reservoir for bacteria causing gastrointestinal infections in 21 humans. The presence of diarrheogenic E. coli (DEC) pathotypes , however, has not been 22 studied in this reptile. The aim of the current work was to investigate the prevalence of 23 DEC in the intestines of 240 captive green iguanas, their phylogenetic groups, and the 24 antibiotic susceptibility profile. E. coli strains were isolated from 41.7% of the intestinal 25 content of green iguanas. DEC strains was identified in 25.9% of the screened population 26 and were detected in the majority (62%, p=0.009] of those reptiles carrying E. coli strains.
Introduction
Diarrheogenic E. coli pathotypes, serogroups and phylogenetic group's identification by 139 polymerase chain reaction (PCR) 140 Reference E. coli strains 141 The following reference strains were used: E. coli strain (ATCC® 25922™) as a negative 142 control, while EAEC 042 (044:H18), ETEC H10407 (O78:H11), EPEC E2348-69 143 (O127:H6), STEC EDL933 (O157:H7) and EIEC E11 (O124NM) prototype strains were 144 8 used as a positive control in PCR reactions. Strains belongs to the bacterial collection at 145 the University of Sciences and Arts of the state of Chiapas (25) . 146 Bacterial genes analysis 147 To obtain bacterial DNA, a pool of 4-5 isolated colonies were resuspended in 1 mL 148 of deionized water and then boiled for 10 min. The bacterial lysate was centrifuged at 149 maximun speed for five minutes and DNA-containing supernatant was separated and 150 stored at -80C until used. Specific gene-targets for Enteroagregative E. coli (EAEC) (aap, 151 aggR and AAprobe genes ) were amplified by a technique described by J. F. Cerna et al.
152
(26). For Enterotoxigenic E. coli (ETEC) (lt and st genes), Enteropathogenic E. coli 153 (EPEC) (bfpA and eaeA genes), Shiga-toxin producing E. coli (STEC) (stx1 and stx2 154 genes) and Enteroinvasive E. coli (EIEC) (ial gene), we utilized targets and conditions 
198
Our PCR approach revealed a statistically significant higher frequency of STEC 199 strains carrying the stx1 gene in comparison to those carrying stx2. The eae and hlyA 200 virulence genes were not amplified in any of these STEC strains suggesting that they did 201 not belong to the EHEC category. Accordingly, O-antigen genes carried by EHEC's most 202 common serotypes (e.g., O26, O45, O103, O111, O113, O121, O145 and O157) were not 203 amplified in any of these strains.
205
Investigation of phylogenetic groups 206 Given that these iguanas are in captivity we shought to investigate whether DEC strains 207 were clonal by obtaining their phylogenetic group. Among these E. coli strains (N=62), 208 the clade I or II phylogroup was the most predominant (64.5%), followed by phylogroups 209 A and B2 accounting for the 14.5 and 3.2% of strains, respectively. Some of DEC strains 210 (17.8%) could not be assigned to a known phylogroup (Table 3) . Thus, DEC isolated 211 11 from green iguanas appear to be clonal since the majority of strains were classified in 212 clade I or II.
213
There was not association between the prevalence of E. coli pathotypes and the age or sex 214 of the iguanas. A similar trend was observed among E. coli pathotypes and phylogroups.
215
Regarding the geographic region were these reptiles are kept in captivity, a statistically 216 significant association was observed between STEC strains isolated from iguanas kept at 217 the metropolitan (i.e., urban) region in comparison to those from the coast (i.e., rural) 218 (Table 4) . Mexico, high prevalence of STEC (40.7%) and ETEC (26.7%) strains in bovine´s feces 256 from the states of Jalisco, Sinaloa, and Sonora (10) have been reported. Contamination with 257 feces of these mammals represent a vehicle for E. coli infections in human, whom may 258 acquire these strains through the consumption of food or water contaminated with feces of 259 animals by direct contact with infected animals specially those utilized as pets (42). (44, 45). We found similar carriage prevalences of the pathogenic variants of DEC strains 271 in I. iguana according to sex and age.
272
In the current study, the prevalence of STEC carrying the stx1 gene was higher than 273 that of those carrying the stx2 gene ( the current work, a study conducted in Isla Cabritos National Park (Dominican Republic) 279 and Granada (West Indies) failed to isolate EHEC O157:H7 from I. iguana (20, 47) . EHEC 280 strains belonging to serotypes O157, 026, O145 and O111 have been isolated from cases of 281 HUS in humans from USA and Europe (48, 49) . Therefore, our data indicate that the green 282 iguana kept in captivity is a reservoir for Stx1-producing STEC strains but not for EHEC 283 strains.
284
The present study also revealed that the E. coli isolates were grouped mainly in 285 Clade I-II. As such, our results agree with studies demonstrating that environmental E. coli 286 strains belong to different cryptic clades (50). To our knowledge, there are no studies about 287 the phylogenetic classification of E. coli isolated from reptiles by using the current 288 quadruplex phylogrouping method (32).
289
Regarding susceptibility to antbiotics, >50% of DEC strains were non-susceptible to 290 six out of 12 antibiotics assessed incuding a high resistance to penicillins, aminoglycosides 291 and some of the broad-spectrum antibiotics cephalotin and norfloxacin (Figure 1) . These consequence of the acquisition of strains from humans since these reptiles are not treated 299 with antibiotics during their life-span. Moreover, the resistance phenomenon is not 300 common between bacteria isolated from wildlife animals (18). Then, these findings suggest 301 a microbiological impact caused by the conditions of captivity.
302
The green iguana is utilized as a pet in some Latin American countries, including in 303 South Mexico. Animals used with this purpouse are considered as a potential source of 304 zoonosis and, as observed in this study, they may also bear strains with resistance to a 305 commonly used antibiotics that may complicate infections or even outbreaks of zoonotic 306 origin. 
